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* Dietisthe biggest risk factor in global burden of disease. Culturally appropriate
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* Diet plays a central role in modulating gut microbiota. _ _
risk reduction

* Gut microbes subsequently influence food-related metabolic
activities and metabolites.
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* Therefore, an improved understanding of gut microbiota in
Indigenous populations affords an opportunity to reorient and
increase cultural acceptability of dietary interventions.
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* Due to the known paucity of evidence in the field, conference

abstracts and editorials etc. were not excluded from search. JI3VNIINO ° Greater Bacteroidetes, primarily from Prevotella lineages

. . . o] (7 studies)i= +68 10,131 and Bacteroidetes (unclassified) 4 I
* Hand searching of reviews and included papers was conducted. IR * Increased “butyrate producing”®, Proteobacteria®,
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Records after duplicates

» Similarity of genus-level profiles of hunter-gatherers
between continentst

removed (n = 198)

5 » Taxonomic profiles show seasonal variationsts
=
E | M\ 3: 513l © Greater bacterial diversity highlighted® 6.7.9,20,23]
= Records excluded on title/ Records screened on title and  Gender-based microbial differences reflect labour tasksis
<4
abstract (n =157) abstract (n = 138} » Diversity may enhance the ability to digest and extract
| valuable nutrition from fibrous plant foodsi

Full-text articles excluded, and

Eligibility

Full-text articles assessed for * Individual diet x gut microbiome associations not directly

reason (n = 28 - e _ _
( ) eligibility (n = 41) R ad 2analysedin any studies.

Not gut microbiome (n = 12) * Dietary intake features reported included berries, honey
Not Indigenous population (n = 8) - _ _ @ and baobab!2] Ctu bersl2 10]1 game meatsl2 12!
No dietary factors (n=8) Studies included in review @ %

® ®

(n=13) [1-13] fish/seafood!*], frequent meals!9!, rare dairy or
processed foods!*°l, low fat and fibre based diets!®]
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